FIGURE 1 



CTCTTTTGTCCACCAGCCCAGCCTGACTCCTGGAGATTGTGAATAGCTCCATCCAGCCTG 
AGAAACAAGCCGGGTGGCTGAGCCAGGCTGTGCACGGAGCACCTGACGGGCCCAACAGAC 
CC 

><MET {trans=l-s, dir=f, res=l} 

ATGCTGCATCCAGAGACCTCCCCTGGCCGGGGGCATCTCCTGGCTGTGCTCCTGGCCCTC 
CTTGGCACCACCTGGGCAGAGGTGTGGCCACCCCAGCTGCAGGAGCAGGCTCCGATGGCC 
GGAGCCCTGAACAGGAAGGAGAGTTTCTTGCTCCTCTCCCTGCACAACCGCCTGCGCAGC 
TGGGTCCAGGC.CCCTGCGGCTGACATGCGGAGGCTGGACTGGAGTGACAGCCTGGCCCAA 
CTGGCTCAAGCCAGGGCAGCCCTCTGTGGAATCCCAACCCCGAGCCTGGCATCCGGCCTG 
TGGCGCACCCTGCAAGTGGGCTGGAACATGCAGCTGCTGCCCGCGGGCTTGGCGTCCTTT 
GTTGAAGTGGTCAGCCTATGGTTTGCAGAGGGGCAGCGGTACAGCCACGCGGCAGGAGAG 
TGTGCTCGCAACGCCACCTGCACCCACTACACGCAGCTCGTGTGGGCCACCTCAAGCCAG 
CTGGGCTGTGGGCGGCACCTGTGCTCTGCAGGCCAGACAGCGATAGAAGCCTTTGTCTGT 
GCCTACTCCCCCGGAGGCAACTGGGAGGTCAACGGGAAGACAATCATCCCCTATAAGAAG 
GGTGCCTGGTGTTCGCTCTGCACAGCCAGTGTCTCAGGCTGCTTCAAAGCCTGGGACCAT 
GCAGGGGGGCTCTGTGAGGTCCCCAGGAATCCTTGTCGCATGAGCTGCCAGAACCATGGA 
CGTCTCAACATCAGCACCTGCCACTGCCACTGTCCCCCTGGCTACACGGGCAGATACTGC 
CAAGTGAGGTGCAGCCTGCAGTGTGTGCACGGCCGGTTCCGGGAGGAGGAGTGCTCGTGC 
GTCTGTGACATCGGCTACGGGGGAGCCCAGTGTGCCACCAAGGTGCATTTTCCCTTCCAC 
ACCTGTGACCTGAGGATCGACGGAGACTGCTTCATGGTGTCTTCAGAGGCAGACACCTAT 
TACAGAGCCAGGATGAAATGTCAGAGGAAAGGCGGGGTGCTGGCCCAGATCAAGAGCCAG 
AAAGTGCAGGACATCCTCGCCTTCTATCTGGGCCGCCTGGAGACCACCAACGAGGTGACT 
GACAGTGACTTCGAGACCAGGAACTTCTGGATCGGGCTCACCTACAAGACCGCCAAGGAC 
TCCTTCCGCTGGGCCACAGGGGAGCACCAGGCCTTCACCAGTTTTGCCTTTGGGCAGCCT 
GACAACCACGGGCTGGTGTGGCTGAGTGCTGCCATGGGGTTTGGCAACTGCGTGGAGCTG 
CAGGCTTCAGCTGCCTTCAACTGGAACGACCAGCGCTGCAAAACCCGAAACCGTTACATC 
TGCCAGTTTGCCCAGGAGCACATCTCCCGGTGGGGCCCAGGGTCCTGAGGCCTGACCACA 
TGGCTCCCTCGCCTGCCCTGGGAGCACCGGCTCTGCTTACCTGTCTGCCCACCTGTCTGG 
AACAAGGGCCAGGTTAAGACCACATGCCTCATGTCCAAAGAGGTCTCAGACCTTGCACAA 
TGCCAGAAGTTGGGCAGAGAGAGGCAGGGAGGCCAGTGAGGGCCAGGGAGTGAGTGTTAG 
AAGAAGCTGGGGCCCTTCGCCTGCTTTTGATTGGGAAGATGGGCTTCAATTAGATGGCGA 
AGGAGAGGACACCGCCAGTGGTCCAAAAAGGCTGCTCTCTTCCACCTGGCCCAGACCCTG 
TGGGGCAGCGGAGCTTCCCTGTGGCATGAACCCCACGGGGTATTAAATTATGAATCAGCT 
GAAAAAAAAAAAAA 



FIGURE 2 



1 CTCTTTTGTC CACCAGCCCA GCCTGACTCC TGGAGATTGT GAATAGCTCC ATCCAGCCTG AGAAACAAGC CGGGTGGCTG AGCCAGGCTG TGCACGGAGC 
GAGAAAACAG GTGGTCGGGT CGGACTGAGG ACCTCTAACA CTTATCGAGG TAGGTCGGAC TCTTTGTTCG GCCCACCGAC TCGGTCCGAC ACGTGCCTCG 

101 ACCTGACGGG CCCAACAGAC CCATGCTGCA TCCAGAGACC TCCCCTGGCC GGGGGCATCT CCTGGCTGTG CTCCTGGCCC TCCTTGGCAC CACCTGGGCA 
TGGACTGCCC GGGTTGTCTG GGTACGACGT AGGTCTCTGG AGGGGACCGG CCCCCGTAGA GGACCGACAC GAGGACCGGG AGGAACCGTG GTGGACCCGT 
1 M L H PET S P G R GHL LAV L L A L L G T TWA 

"MET 

201 GAGGTGTGGC CACCCCAGCT GCAGGAGCAG GCTCCGATGG CCGGAGCCCT GAACAGGAAG GAGAGTTTCT TGCTCCTCTC CCTGCACAAC CGCCTGCGCA 
CTCCACACCG GTGGGGTCGA CGTCCTCGTC CGAGGCTACC GGCCTCGGGA CTTGTCCTTC CTCTCAAAGA ACGAGGAGAG GGACGTGTTG GCGGACGCGT 
27E.VWP P Q L Q E Q A P M A GAL N R K ESFL LLS L H N RLRS 

301 GCTGGGTCCA GCCCCCTGCG GCTGACATGC GGAGGCTGGA CTGGAGTGAC AGCCTGGCCC AACTGGCTCA AGCCAGGGCA GCCCTCTCTG GAATCCCAAC 
CGACCCAGGT CGGGGGACGC CGACTGTACG CCTCCGACCT GACCTCACTC TCGGACCGGG TTGACCGAGT TCGGTCCCGT CGGGAGACAC CTTAGGGTTG 
61 WVQ PPA A D M R R L D WSD S L A Q L A Q A R A ALCG IPT 

401 CCCGAGCCTG GCATCCGGCC TCTGGCGCAC CCTGCAAGTG GGCTGGAACA TGCAGCTGCT GCCCGCGGGC TTGGCGTCCT TTGTTGAAGT GGTCAGCCTA 
GGGCTCGGAC CGTAGGCCGG ACACCCCGTG GGACGTTCAC CCGACCTTGT ACGTCGACGA CGGGCGCCCG AACCGCAGGA AACAACTTCA CCAGTCGGAT 
94PSL ASGL WRT LQV GWNM QLL PAG LASF VEV VSL 

501 TGGTTTGCAG AGGGGCAGCG GTACAGCCAC GCGGCAGGAG AGTGTGCTCG CAACGCCACC TGCACCCACT ACACGCAGCT CGTGTGGGCC ACCTCAAGCC 
ACCAAACGTC TCCCCGTCGC CATGTCGGTG CGCCGTCCTC TCACACGAGC GTTGCGGTGG ACGTGGGTGA TGTGCGTCGA GCACACCCGG TGGAGTTCGG 
127 WFAE GQR YSH AAGE CAR MAT CTHY TQL VWA TSSQ 

601 AGCTGGGCTG TGGGCGGCAC CTGTGCTCTG CAGGCCAGAC AGCGATAGAA GCCTTTGTCT GTGCCTACTC CCCCGGAGGC AACTGGGAGG TCAACGGGAA 
TCGACCCGAC ACCCGCCGTG GACACGAGAC GTCCGGTCTG TCGCTATCTT CGGAAACAGA CACGGATGAG GGGGCCTCCG TTGACCCTCC AGTTGCCCTT 
161 LGC GRH LCSA GQT A I E AFVC AYS PGG NWEV NGK 

701 GACAATCATC CCCTATAAGA AGGGTGCCTG GTGTTCGCTC TGCACAGCCA GTGTCTCAGG CTGCTTCAAA GCCTGGGACC ATGCAGGGGG GCTCTGTGAG 
CTGTTAGTAG GGGATATTCT TCCCACGGAC CACAAGCGAG ACGTGTCGGT CACAGAGTCC GACGAAGTTT CGGACCCTGG TACGTCCCCC CGAGACACTC 
194 T I I P YKK GAW CSL CTAS V S G CFK AWDH AGG LCE 

801 GTCCCCAGGA ATCCTTGTCG CATGAGCTGC CAGAACCATG GACGTCTCAA CATCAGCACC TGCCACTGCC ACTGTCCCCC TGGCTACACG GGCAGATACT 
CAGGGGTCCT TAGGAACAGC GTACTCGACG GTCTTGGTAC CTGCAGAGTT GTAGTCGTGG ACGGTGACGG TGACAGGGGG ACCGATGTGC CCGTCTATGA 
227 VPRN PCR MSC QNHG RLN 1ST CHCH CPP GYT GRYC 

901 GCCAAGTGAG GTGCAGCCTG CAGTGTGTGC ACGGCCGGTT CCGGGAGGAG GAGTGCTCGT GCGTCTGTGA CATCGGCTAC GGGGGAGCCC AGTGTGCCAC 
CGGTTCACTC CACGTCGGAC GTCACACACG TGCCGGCCAA GGCCCTCCTC CTCACGAGCA CGCAGACACT GTAGCCGATG CCCCCTCGGG TCACACGGTG 
261 QVR CSL QCVH GRF REE ECSC VCD IGY G G A Q CAT 

1001 CAAGGTGCAT TTTCCCTTCC ACACCTGTGA CCTGAGGATC GACGGAGACT GCTTCATGGT GTCTTCAGAG GC AG AC AC CT ATTAC AG AG C CAGGATGAAA 
GTTCCACGTA AAAGGGAAGG TGTGGACACT GGACTCCTAG CTGCCTCTGA CGAAGTACCA CAGAAGTCTC CGTCTGTGGA TAATGTCTCG GTCCTACTTT 
294 K V H FPFH TCD LRI DGDC FMV SSE ADTY YRA RM K 

1101 TGTCAGAGGA AAGGCGGGGT GCTGGCCCAG ATCAAGAGCC AGAAAGTGCA GGACATCCTC GCCTTCTATC TGGGCCGCCT GGAGACCACC AACGAGGTGA 
ACAGTCTCCT TTCCGCCCCA CGACCGGGTC TAGTTCTCGG TCTTTCACGT CCTGTAGGAG CGGAAGATAG ACCCGGCGGA CCTCTGGTGG TTGCTCCACT 
327 CQRK GGV LAQ IKS Q KVQ DIL AFYL GRL ETT NEVT 

1201 CTGACAGTGA CTTCGAGACC AGGAACTTCT GGATCGGGCT CACCTACAAG ACCGCCAAGG ACTCCTTCCG CTGGGCCACA GGGGAGCACC AGGCCTTCAC 
GACTGTCACT GAAGCTCTGG TCCTTGAAGA CCTAGCCCGA GTGGATGTTC TGGCGGTTCC TGAGGAAGGC GACCCGGTGT CCCCTCGTGG TCCGGAAGTG 
361 DSD FET RNFW IGL TY K TAKD SF R WAT GEHQ AFT 

13 01 CAGTTTTGCC TTTGGGCAGC CTGACAACCA CGGGCTGGTG TGGCTGAGTG CTGCCATGGG GTTTGGCAAC TGCGTGGAGC TGCAGGCTTC AGCTGCCTTC 

GTCAAAACGG AAACCCGTCG GACTGTTGGT GCCCGACCAC ACCGACTCAC GACGGTACCC CAAACCGTTG ACGCACCTCG ACGTCCGAAG TCGACGGAAG 
394 SFA FGQP DNH GLV WLSA AMG FGN CVEL Q A S A A F 

14 01 AACTGGAACG ACCAGCGCTG CAAAACCCGA AACCGTTACA TCTGCCAGTT TGCCCAGGAG CACATCTCCC GGTGGGGCCC AGGGTCCTGA GGCCTGACCA 

TTGACCTTGC TGGTCGCGAC GTTTTGGGCT. TTGGCAATGT AGACGGTCAA ACGGGTCCTC GTGTAGAGGG CCACCCCGGG TCCCAGGACT CCGGACTGGT 
427 NWND QRC KTR MRY I CQF AQE HISR WGP GSO 

1501 CATGGCTCCC TCGCCTGCCC TGGGAGCACC GGCTCTGCTT ACCTGTCTGC CCACCTGTCT GGAACAAGGG CCAGGTTAAG ACCACATGCC TCATGTCCAA 
GTACCGAGGG AGCGGACGGG ACCCTCGTGG CCGAGACGAA TGGACAGACG GGTGGACAGA CCTTGTTCCC GGTCCAATTC TGGTGTACGG AGTACAGGTT 

1601 AGAGGTCTCA GACCTTGCAC AATGCCAGAA GTTGGGCAGA GAGAGGCAGG GAGGCCAGTG AGGGCCAGGG AGTGAGTGTT AGAAGAAGCT GGGGCCCTTC 
TCTCCAGAGT CTGGAACGTG TTACGGTCTT CAACCCGTCT CTCTCCGTCC CTCCGGTCAC TCCCGGTCCC TCACTCACAA TCTTCTTCGA CCCCGGGAAG 

1701 GCCTGCTTTT GATTGGGAAG ATGGGCTTCA ATTAGATGGC GAAGGAGAGG ACACCGCCAG TGGTCCAAAA AGGCTGCTCT CTTCCACCTG GCCCAGACCC 
CGGACGAAAA CTAACCCTTC TACCCGAAGT TAATCTACCG CTTCCTCTCC TGTGGCGGTC ACCAGGTTTT TCCGACGAGA GAAGGTGGAC CGGGTCTGGG 

1801 TGTGGGGCAG CGGAGCTTCC CTGTGGCATG AACCCCACGG GGTATTAAAT TATGAATCAG CTGAAAAAAA AAAAAA 
ACACCCCGTC GCCTCGAAGG GACACCGTAC TTGGGGTGCC CCATAATTTA ATACTTAGTC GACTTTTTTT Tl ' lTlT 



{ 



FIGURE 3 

xhomology to cysteine-rich secretory proteins> 
><signal peptide> 

MLHPETSPGRGHLLAVLLALLGTTWA 
><start mature protein> 

EVWPPQLQEQAPMAGALNRKJESFLLLSLHNRLRSWVQPPAADMRRLDWSDSLAQLA 
QARAALCGIPTPSLASGLWRTLQVGWNMQLLPAGLASFVEVVSLWFAEGQRYSHAA 
GECAR 

Xpotential N-glycosylation site> 

NATCTHYTQLVWATSSQLGCGRHLCSAGQTAIEAFVCAYSPGGNWEVNGKTIIPYKK 

GAWCSLCTASVSGCFKAWDHAGGLCEVPRNPCRMSCQNHGRL 

xpotential N-glycosylation site> 

NISTCH 

xEGF-like domain cysteine pattern signature> 
CHCPPGYTGRYCQ VRC SLQC VHGRFREEEC S 
xEGF-like domain cysteine pattern signature> 

CVCDIGYGGAQCATKVHFPFHTCDLRIDGDCFMVSSEADTYYRARMKCQRKGGVLA 

QIKSQKVQDILAFYLGRLETTNEVTDSDFETRNFWIGLTYKTAKDSFRWATGEHQAF 

TSFAFGQPDNHGLVWLSAAMGFGN 

xc-type lectin domain signature (CVELQASAAFNWNDQRCKTRNRYIC)> 
C\^LQASAAFNWNDQRCKTRNRYICQFAQEHISRWGPGS 
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FIGURE 5A 



2989336 
W79362 

<consen01> 

2989336 
W79362 

<consen01> 

2989336 
W79362 

<consen01> 

2989336 

W79362 

2554374 

<consen01> 

2989336 
W79362 
2554374 
2992967 

<consen01> 

2989336 

W79362 

2554374 

2992967 

2673172 

<consen01> 

W7 93 62 
2554374 
2992967 
2673172 

<consen01> 

W79362 
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1 GCTGGGAAGANGGGCCAGAAAGGCAGCTGGCAGCAGACTCCAGGGTCTGA 
1 ACAG 

1 ACAG 

51 GTGGGCCAACCTTGACTACNCCGGCCCAGGGCTCACCTACAAGACCGCCA 
5 TGACTTCGAGACCAGGAACTTCTGGATCGGGCTCACCTACAAGACCGCCA 

+ ++ . . + . + . . . .+++++++ + + + ++++++ + +++ + + 

5 TGACTTCGAGACCAGGAACTTCTGGATCGGGCTCACCTACAAGACCGCCA 

101 AGGACTCCTTCCGCTGGGCCACAGGGGAGCACCAGGCCTTCACCAGTTTT 
5 5 AGGACTCCTTCCGCTGGGCCACAGGGGAGCACCAGGCCTTC ACCAGTTTT 
4.++++ ++++++++++++++++++ ++++++^ 

5 5 AGGACTCCTTCCGCTGGGCCACAGGGGAGCACC AGGCCTTCACCAGTTTT 

151 GCCTTTGGGCAGCCTGACAACCACGGGTTTGGC AACTGCGTGGAGCTGCA 
105 GCCTTTGGN- AGCCTGAC AACCACGGGTTTGGCAACTGCGTGGAGCTGCA 
1 TGCGTGGAGCTGCA 
++++++++ . +++++++++++++++++++++++++++++++++++++++++ 
105 GCCTTTGGGCAGCCTGACAACCACGGGTTTGGC AACTGCGTGGAGCTGCA 

201 GG - TTC AGCTGCCTTC AACTGG AAC AACC AGCG - TGC AAAACCCG AAACC 

154 GGCTTCAGCTGCCTTCAACTGGAACGACCAGCGCTGCAAAACCCGAAACC 
1 5 GGCTTCAGCTGCCTTCAACTGGAACGACCAGCGCTGCAAAACCCGAAACC 

1 AACC 

+ + + + + + + + + + + + + + + + + + + + + -f + + + . + + + + + + + + + + + + + + + + + + + + + + + 

155 GGCTTCAGCTGCCTTCAACTGGAACGACCAGCGCTGCAAAACCCGAAACC 

249 GTTACATCTGCCAGTTTGCCCAGGAGCACATCTCCCGGTGGGGNCAG 

204 GTTAC ATCTGCCAGTTTGCCCAGGAGCACATCTCCCGGTGGGGCCCATGG 

6 5 GTTAC ATCTGCC AGTTTGGTGAGGGACTTCCTGAGGCTCCCCTTCTC - TG 
5 GTTACATCTGCCAGTCTGCCCAGGNGCACATCTCCCGGTGGGGCCCA-GG 
1 GGCCCA-GG 

+ ++++++++++++++ .++... +++ .. + + . . - + 

205 GTTAC ATCTGCCAGTTTGCCCAGGAGCACATCTCCCGGTGGGGCCCA GG 

254 GTCCTGATGGCCTGACCACATGGCTCCCTCGCCTGCCCTGGGAGCACCGG 
114 ATCCCTG-ACCCTGGGGGTGCTGCTGACCCGGTCCAGCCTGCAAGGGTAT 
54 GTCCTGA-GGCCTGACCACATGGCTCCCTCGCCTGCCCTGGGAGCACCGG 
9 GTCCTGA-GGCCTGACCACATGGCTCCCTCCCCTGCCCTGNGAISICACCGG 

+ + + +++ +++. . + . + + ....+■ 

254 GTCCTGA GGCCTGACCACATGGCTCCCTCGCCTGCCCTGGGAGCACCGG 

304 CTCTGCTTACCTGTCTGCCCACCTNGTCTGNAACAAGGGCCAAGGTTAAG 
163 CTAGGTGGCAGGTTCAGAGTGGGT-CTGGGCACACGGGGCCA-TAGAGGA 
103 CTCTGCTTACCTGTCTGCCCACCT-GTCTGGAACAAGGGCCA-GGTTAAG 
5 8 CTCTGCTTACCTGTCTGCCCACCT-GTCTGGAACAAGGGCCA-GGTTAAG 

+ +.. + ++. + + . + .. + . + ....+++ +++ 

303 CTCTGCTTACCTGTCTGCCCACCT GTCTGGAACAAGGGCCA GGTTAAG 



FIGURE 5B 



W79362 

2554374 

2992967 

2673172 
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<consen01> 
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354 ATCACATGCCTCATGTCCAAAGAAGGTCTCAGACTTTGCACAATGCCAGA 
211 TGCCCTGTTGATGGCCTTGTACC-TGTGGGCTCCTGAGCCCAGAG 
151 ATCACATGCCTCATGTCCAAAGA-GGTCTCAGACCTTGCACAATGCCAGA 
106 ACCACATGCCTCATGTCCAAAGA-GGTCTCAGACCTTGCACAATGCCAGA 
1 GGTCGACCTTGCACAATGCCAGA 
1 ANTNCCAGA 

■ • + • + + - • . ++ + ...++.++... +++++ 

351 ATCACATGCCTCATGTCCAAAGA GGTCTCAGACCTTGCACAATGCCAGA 

404 AGTTGGGT 

200 NGTTGGGCAGAGAGAGGCAGGGAGGCCAGTGAGGCC - AGG - AGTGAGTGT 
155 AGTTGGGCAGAGAGAGGC AGGGAGGCCAGTGAGGGNNAGGGAGTGANTGT 
2 4 AGTTGGGCAGAGAGAGGCAGGGAGGCCAGTGAGGGCGAGGGAGTGAGTGT 
1 0 NGTTGGGCAGAGAGAGGCAGGGAGGCCAGTNAGGGCCAGGCAGTGAGTNT 
.++++++.++++++++++++++++++++++.+++.. +++.+++++ + + 

400 AGTTGGGCAGAGAGAGGCAGGGAGGCCAGTGAGGGCGAGGGAGTGAGTGT 

248 TAGAAGAAG-TGGGGN- - TTCGNCTG - TTTTGNT -GGGA - G - TGGG - TTC 

205 TAGAAGAAGCTGGGGTCCTTCGCCTGCTTTTGATTG 

7 4 TAGAAGAAGCTGGGGCCCTTCGCCTGCTTTTGATTGGGAAGATGGGCTTC 

6 0 TAGACGAAGCTGGGGCCCNNCGCCTNCTTTTNATTNGNNAGATGGGCTNN 
++++.++++++++++.++. .++.++.+++++_ .++.+. . +++++ ++++ _ m 

450 TAGAAGAAGCTGGGGCCCTTCGCCTGCTTTTGATTGGGAAGATGGGCTTC 
290 A-TTAGATGGC 

124 AATTAGATGGCGAAGGAGAGGACACCGCCAGTGGTCCAAAAAGGCTGCTC 
110 AATNAGATNGCGAAGGAGAGGACACCNCCANTGGTCCAAAAAGGCT 

1 GAGGACACCGCCAGTGGTCCAAAAAGGCTGCTC 
+ + + . ++++ . +++++++++++++++++ _ +++ ^ +++ + + ++++++ ++++++++ 

500 AATTAGATGGCGAAGGAGAGGACACCGCCAGTGGTCCAAAAAGGCTGCTC 

174 TCTTCCACCTGGCCCAGACCCTGTGGG-CAGCGGACTTCCCTGTGGCATG 

3 4 TCTTCCACCTGGCCCAGACCCTGTGGGGCAGCGGACTTCCCTGTGGCATN 
+++++++++++++++++ ++++++++++++++++++++++++++++++++ 

550 TCTTCCACCTGGCCCAGACCCTGTGGGGCAGCGGACTTCCCTGTGGCATG 

223 AACCCCACGGGTAATTAAATTATGAATCAGCTGAAAGAAGAAAAAGTCGG 
84 AACCCCACGGGGTATTAAATTATGAATCAGCTG 

+++++++++++. . +++++++++++ ++++++++++++++++++++++++++ 

600 AACCCCACGGGTAATTAAATTATGAATCAGCTGAAAGAAGAAAAAGTCGG 

273 CG 
++ 

650 CG 



FIGURE 6 



.ACAGTGACTTCGAGACC 

><39499 . f 1 {underline=l-24 , dir=f } > 
AGGAACTTCTGGATCGGGCTCACCTACAAGACC 
><39499 .pi {underline=l-45 / dir=f }> 

GCCAAGGACTCCTTCCGCTGGGCCACAGGGGAGCACCAGGCCTTCACCAGTTTTGCCTTT 

GGGCAGCCTGACAACCACGGGTTTGGCAACTGCGTGGAGCTGCAGGCTTCAGCTGCCTTC 

AACTGGAACGACCAGCGCTGCAAAACCCGAAACCGTTACATCTGCCAGTTTGCCCAGGAG 

CACATCTCCCGGTGGGGCCCAGGGTCCTGAGGCCTGACCACATGGCTCCCTCGCCTGCCC 

TGGGAGCACCGGCTCTGCTTACCTGTCTGCCCACCTGTCTGGAACAAGGGCCAGGTTAAG 

ATCACATGCCTCATGTCCAAAGAGGTCTCAGACCTTGCACAATGCCAGAAGTTGGGCAGA 

GAGAGGCAGGGAGGCCAGTGAGGGCGAGGGAGTGAGTGTTAGAAGAAGCTGGGGCCCTTC 

GCCTGCTTTTGATTGGGAAGATGGGCTTCAATTAGATGGCGAAGGAGAGGACACCGCCAG 

TGGTCCAAAAAGGCTGCTCTCTTCCACCTGGCCCAGACC 

><39499 . rl {underline=l-24 , dir=b} > 

CTGTGGGGCAGCGGACTTCCCTGTGGCATGAACCCCACGGGTAATTAAATTATGAATCAG 
CTGAAAGAAGAAAAAGTCGGCG 
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